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RESEARCH INTERESTS

Bioinformatics ·Machine Learning ·Computational Pathology ·Multi-omics Integration ·Representation Learning ·
Out-of-Distribution Generalization

EDUCATION

Sun Yat-sen University August 2018 - June 2022
PhD in Applied Mathematics
Jinan University September 2014 - June 2017
MSc in Computational Mathematics
Jinan University September 2010 - June 2014
BSc in Information and Computing Science

EXPERIENCE

Department of Mathematics, Jinan University October 2022 - Present
Lecturer
Huawei Technologies Co., Ltd. July 2017 - July 2018
Research Engineer

PUBILICATIONS

• Wang W#, Zhang X, Xiong Y. Transcriptomic-guided whole-slide image classification for molecular subtype
identification. PLOS Computational Biology. 2026, 22(2): e1013950.

• LaiZ-R,WangW#. Invariant riskminimization is a total variationmodel. In: Proceedings of the 41st International
Conference onMachine Learning (ICML 2024). Vienna, Austria: 2024: 25913-25935.

• Yang J,Wang W#, Zhang X. scSemiGCN: boosting cell-type annotation from noise-resistant graph neural net-
works with extremely limited supervision. Bioinformatics, 2024, 40(2): btae091.

• WangW, Zhang X, Dai D-Q#. springD2A: capturing uncertainty in disease-drug association prediction. Bioin-
formatics, 2022, 38(5):1353–1360.

• Zhang X,WangW, Ren C-X, Dai D-Q#. Learning representation for multiple biological networks via a robust
graph regularized integration approach. Briefings in Bioinformatics, 2022, 23(1):bbab409.

• Song W, Wang W, Dai D-Q#. Subtype-WESLR: identifying cancer subtype with weighted ensemble sparse
latent representation of multi-view data. Briefings in Bioinformatics, 2022, 23(1):bbab398.

• LiuY#,WangW, RenC-X,DaiD-Q.MetaCon: meta contrastive learning formicrosatellite instability detection.
In: 24th International Conference onMedical Image Computing and Computer-Assisted Intervention (MICCAI).
Strasbourg, France: 2021:267–276.

• Wang W, Zhang X, Dai D-Q#. DeFusion: a denoised network regularization framework for multi-omics inte-
gration. Briefings in Bioinformatics, 2021, 22(5):bbab057.

GRANTS

https://wangyuanhao.github.io
https://scholar.google.com/citations?user=cSjZOIIAAAAJ&hl=en


• PI,Data-centric machine learning for heterogeneous biomedical data, Guangzhou Science and Technology Plan-
ning Project. January 2024 - December 2025

• PI, Research on Probabilistic-Distribution-Based Representation Learning Methods for Digital Pathology Images,
Jinan University. January 2023 - December 2024

TEACHING

• Undergraduate: AdvancedMathematics, Calculus, Probability andMathematical Statistics

• Graduate: High-dimensional Data Analysis,OptimizationMethods

PROFESSIONAL SERVICE

• Reviewer: Nat Comm., Brief Bioinform., ICML,NeurIPS


